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Appendix 9 

 

Report of the Shark Research and Data Collection Programme (ICCAT/SRDCP) 

(Activity report for the period October 2021 - September 2022) 
 
 
Background and programme objectives  
 
During the 2014 Commission meeting it was decided that an overall budget of €135,000 would be allocated 
to the Shark Research and Data Collection Programme (SRDCP). During the 2015 Blue Shark Data 
Preparatory Meeting (Tenerife, Spain, 23-27 March 2015) (Anon., 2016a), the Sharks Species Group (SSG) 
reviewed the proposal for implementation of the SRDCP that had been prepared in 2014 and identified 
national scientists who would be in charge of preparing proposals for receiving funds to carry out each of 
the research topics listed in the original proposal. During the 2015 Blue Shark Stock Assessment Meeting 
(Lisbon, Portugal, 27-31 July 2015) (Anon., 2016b) and shortly thereafter, four project proposals covering 
different aspects of the life history, population structure, and fisheries of the shortfin mako were presented: 
a pan-Atlantic age and growth study; a population genetics study to investigate the population structure 
and phylogeography; a post-release mortality study focusing on pelagic longline fisheries; and a satellite 
tagging study for determining movements and habitat use. For the first three years the programme focused 
on these proposals and contemplated extensive collaborative work among national scientists with the aim 
of contributing information to the 2017 Shortfin Mako Stock Assessment (Anon., 2018b). Activities under 
the SRDCP have continued since the beginning of it and extended to include other shark species such as 
porbeagle, silky shark, oceanic whitetip shark, longfin mako and hammerheads. 
 
2022 activities 
 
The following are the cumulative SRDCP activities conducted up to 2022. 
 
Age and growth of shortfin mako in the Atlantic Ocean 
 
The project leaders for this study are Dr Rui Coelho, Daniela Rosa and Catarina Santos, national scientists 
from EU-Portugal, with participation of scientists and samples from EU-Portugal, United States, Uruguay 
Japan, Namibia, and Brazil. There are still uncertainties about the age and growth parameters of shortfin 
mako and this project aims to update the available estimates by ageing specimens from both stocks in the 
Atlantic. To that end, an inventory of existing vertebral samples available at each national laboratory was 
compiled, and additional sampling was carried out. Samples were processed, and digital images were 
uploaded to an ICCAT online repository. Following a two-day age and growth workshop organized by 
NOAA-NEFSC (Narragansett Laboratory) with the participation of the involved scientists in June 2016 in 
which an initial reference set for ageing samples was established (Coelho et al., 2017). One biologist from 
each age-reading institution (EU-Portugal, USA and Uruguay) read and estimated the ages from all the 
samples, based on the agreed ages from the reference set, and growth models were developed based on 
those readings. For the North Atlantic, data from 375 specimens ranging in size from 57 to 366 cm fork 
length (FL) for females and 52 to 279 cm FL for males have been analysed, with the work completed in 2017 
and presented in several SCRS papers (Rosa et al., 2017). The growth models presented in Rosa et al. (2017) 
for the North Atlantic were used in the 2017 Shortfin Mako Stock Assessment (Anon. 2018b). For the South 
Atlantic, data from 332 specimens, ranging in size from 90 to 330 cm FL for females and 81 to 250 cm FL 
for males, have been analysed (Rosa et al., 2018a). Given the poorly estimated parameters, the Group did 
not recommend the use of the growth curves for the South Atlantic stock at that time, and it was noted that 
more samples were still required to develop more credible growth curves, particularly specimens from the 
southeast region. A few samples from Japan and Namibia have been made available to this project since 
then. Additionally, in late 2019, a few hundred samples more from southern Brazil were also made available 
to the SRDCP, totalizing 883 samples, that were processed by the IPMA, Portugal laboratory. Due to the 
COVID-19 pandemic, laboratory work was much delayed during 2020, but resumed with some restrictions 
in 2021. Sample processing was completed by the end of 2021, and age readings will start in the last quarter 
of 2022. The lack of samples from the extremes of the size distribution, most notably from large shortfin 
mako, may result in convergence issues in the estimation of growth curves or biologically unreasonable 
estimated parameters. Approaches to overcome the lack of samples from small and/or large size specimens 
will be explored through growth modeling once the age readings are complete. 
 

https://www.iccat.int/Documents/CVSP/CV072_2016/n_4/CV072040793.pdf
https://www.iccat.int/Documents/CVSP/CV072_2016/n_4/CV072040866.pdf
https://www.iccat.int/Documents/CVSP/CV074_2017/n_4/CV074041465.pdf
https://www.iccat.int/Documents/CVSP/CV074_2017/n_4/CV074041465.pdf
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Genetic analysis of shortfin mako in the Atlantic Ocean 
 
Dr Yasuko Semba, a national scientist from Japan took over as project leader for this study from Mr. Kotaro 
Yokawa, who launched this project with participation of scientists and samples from EU-Portugal, EU-Spain, 
Japan, United States, and Uruguay. With funding from the SRDCP (2015-2022), two questions arising from 
previous studies on Atlantic shortfin mako were addressed: (1) the true picture of the spatiotemporal 
genetic heterogeneities of mitochondrial DNA in the equatorial and South Atlantic populations (Nohara et 
al., 2017), and (2) the reason for the inconsistency between genetic population structures predicted from 
mitochondrial and nuclear DNA analyses (Taguchi et al., 2016; Nohara et al., 2017). To answer these 
questions two genome-wide analysis approaches were used: whole mitochondrial genome analysis 
(mitogenomics) and nuclear-genome-wide single-nucleotide polymorphism (SNP) genotyping 
(genotyping-by-sequencing - GBS). For the mitogenomics, the research group performed whole 
mitochondrial genome sequencing based on the low-cost protocol developed past year for 190 individuals. 
For the GBS of nuclear-genome, genotyping from 180 individuals was conducted. The results of a 
phylogenetic reconstruction based on mitogenome data sets clearly showed the existence of two distinct 
clades in the Atlantic Ocean, with a weak geographic pattern. Notably, the results of the analysis of GBS data 
sets clearly demonstrated the existence of two genetically differentiated groups (namely the α and β 
groups) as well as a putative F1 hybrid group between them for the first time. These new findings suggest 
the North and South Atlantic regions as operationally different management units, however, these 
conclusions, should be viewed with caution, because bidirectional gene flow has occurred between the 
northern and southern Atlantic regions and there is a possibility that gene flow occurs between the Central 
and South Atlantic and adjacent Oceans.  
 
During 2022, mitogenomics and nuclear genome genotyping-by-sequencing (GBS) were performed, based 
on 96 additional individuals collected from the Atlantic Ocean and from the Pacific Ocean. The final results 
of the genetic population structure of the Atlantic shortfin mako were reported during the Intersessional 
Meeting of the Sharks Species Group (Online, 16-18 May 2022) (Anon., 2022e). The results of phylogenetic 
tree reconstruction based on mitogenome data sets (264 individuals from 14 sampling units) detected the 
existence of six new mitochondrial sub-clades, and the plots of PCA scores based on nuclear genome GBS 
analysis further confirmed previous findings on the existence of two nuclear genome groups and their 
putative F1 hybrids. The geographic distribution of the individual's assignment to the six mitochondrial 
sub-clades and the three nuclear genome groups (the plots of principal coordinates analysis (PCoA) scores) 
have important implications for population structure in the Atlantic shortfin mako. In the Atlantic Ocean, 
the four regional and temporal groups (the North Atlantic Ocean, the Central Atlantic Ocean I and the Central 
Atlantic Ocean II, and the South Atlantic Ocean) seem to be genetically reasonable management units for 
the purposes of conservation and management of the shortfin mako resource. Future studies using 
conventional/electronic tags will confirm the appropriateness of this suggestion. 
 
The results also indicates that the relative dominance of the putative F1 hybrids in the Central and South 
Atlantic regions and the South Pacific region indicate that those regions are candidates for a contact zone 
between the two types (namely the α+I and β+II types). From the present results of geographic distribution 
of the genetic types, the source of the Nc-group β individuals, especially the pure β+II type individuals, is 
still unclear, but appearance of the β+II type individuals in the South Pacific Ocean and the Indian Ocean 
indicates that those regions and unanalysed regions such as the North Pacific regions are promising 
candidates for the source of the immigration of β+II type individuals.  
 
Genetic analysis of porbeagle in the Atlantic Ocean 
 
The project leader for this study is Dr Yasuko Semba, a national scientist from Japan. During the 
Intersessional Meeting of the Sharks Species Group (Online, 16-18 May 2022) (Anon., 2022e) a workplan to 
investigate the feasibility of mitogenomics for the Atlantic porbeagle was presented. As a start, 
mitogenomics of porbeagle on 96 individuals will be conducted throughout 2022, and it is planned to obtain 
more samples. During the remaining period 2022, mitogenomics on 96 individuals from three localities in 
the Atlantic Ocean (northeast, northwest, and southeast regions) was performed.  A total of 92 individuals 
analyzed mitogenomics were successfully reconstructed. The result of the phylogenetic tree reconstruction 
clearly showed the existence of two distinct mitogenome clades with a fairly large divergence, the North 
Atlantic clade, and the South Atlantic clade. Two sub-clades were also recognized within each clade. 
Individuals from northeast and from northwest did not show monophyletic clade each other, and those 
individuals were found to be nested in both sub-clades of the North Atlantic clade. Regarding this result, 

https://www.iccat.int/Documents/CVSP/CV079_2022/n_4/CV079040061.pdf
https://www.iccat.int/Documents/CVSP/CV079_2022/n_4/CV079040061.pdf
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following evolutionary plausible scenario may be postulated; the establishment of geographic isolated two 
populations for a long time, with the subsequent generation of a clade with genetic divergence, followed by 
a historically secondary contact between the divergent clades. Effort is still insufficient in order to draw 
conclusion on this inference. Next steps will include the incorporation of samples with a larger spatial 
coverage, including the southwestern Atlantic, and an individual-based large-scale data set from nuclear 
genome GBS will make it possible to test reproductive isolation between the North and South Atlantic 
porbeagle and also to clarify ongoing migration between East and West regions in the North Atlantic Ocean 
with systematic sampling procedure and advanced approach such as kinship relationship tracking.  
 
Post-release mortality of shortfin mako in the Atlantic Ocean 
 
The project leader for this study is Dr Andrés Domingo, a national scientist from Uruguay. The main purpose 
of this project is to quantify the post-release mortality of Atlantic shortfin makos on pelagic longlines, which 
was non-existent when the project started, to potentially contribute to their assessment and management. 
To that end, Survivorship Popup Satellite Archival Transmitting Tags (sPATs) were acquired and 
distributed to the participating laboratories for deployment in three main areas of the Atlantic: the 
northwest Atlantic, the tropical northeast Atlantic and equatorial region, and the southwest Atlantic. A total 
of 14 sPATs have been deployed thus far by scientific observers from IPMA (EU-Portugal), DINARA 
(Uruguay), NOAA (USA), Brazil and EU-Spain, and additional information from 29 miniPATs was also 
available to estimate post-release mortality. Of the 35 specimens with available information, eight died 
(22.9%), whereas the remaining 27 survived (77.1%), at least the first 30 days after tagging. The updated 
results from this project were reported and published in Miller et al. (2020). Tag deployment has continued 
and deployment of remaining miniPATs will be done during the second semester of 2022 and throughout 
2023, depending on the opportunities, considering the current difficulties with onboard missions due to the 
pandemic. The results of this project with regards to the post-release mortality of the shortfin mako are 
being updated and analysed and are planned to be presented during 2023. 
 
Movements, stock boundaries and habitat use of shortfin mako in the Atlantic Ocean 
 
The project leaders for this study are Dr Rui Coelho and Catarina C. Santos, national scientists from EU-
Portugal. The main purpose of this study is to use satellite telemetry to gather and provide information on 
stock boundaries, movement patterns and habitat use of shortfin mako in the Atlantic Ocean, to potentially 
contribute to their assessment and management. All Phase 1 (2015-2016) and Phase 2 (2016-2017) tags 
have been deployed (36 tags: 22 miniPATs and 14 sPATs). Regarding Phase 3 (2017-2018), of the 13 tags 
assigned to shortfin mako (out of 21 acquired tags, see Table 1 below), 5 were deployed in the Atlantic 
Ocean and 8 were planned to be deployed in the Indian Ocean (7 tags were already deployed) in order to 
assess inter-ocean movements of shortfin mako. Of the 20 tags acquired during Phase 4 (2018-2019), five 
were assigned and have been deployed on shortfin mako. The results of this project up to the end of 2019 
with regards to shortfin mako were recently published in Santos et al. (2021). Overall, a total of 53 tags 
(31 miniPATs,14 sPATs, and 8 additional miniPATs from other projects) were deployed by observers on 
EU-Portugal, Uruguay, Brazil, EU-Spain and US vessels in the temperate NE and NW, Equatorial and SW 
Atlantic. Data from 34 of the 53 tags/specimens were available for a total of 1,877 tracking days recorded. 
The movement analysis showed that sharks tagged in the Northwest and Central Atlantic moved away from 
tagging sites showing low to no apparent residency patterns, whereas sharks tagged in the Northeast and 
Southwest Atlantic spent large periods of time near the Canary Archipelago and Northwest Africa, and over 
shelf and oceanic waters off southern Brazil and Uruguay, respectively. These areas showed evidence of site 
fidelity and were identified as possible key areas for shortfin mako. Shortfin makos spent most of their time 
in temperate waters (18–22°C) above 90 m; however, data indicated the depth range extended from the 
surface down to 979 m, in water temperatures ranging between 7.4 and 29.9°C. Vertical behaviour of sharks 
seemed to be influenced by oceanographic features, and ranged from marked diel vertical movements, 
characterized by shallower mean depths during the night, to yo-yo diving behaviour with no clear diel 
pattern observed. In the next phase of the project the remaining tags will be deployed in La Reunion 
(SW Indian Ocean) to determine possible movements between the SE Atlantic and SW Indian Ocean and the 
analysis will be updated with the most recent data. 
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Reproduction of shortfin mako and porbeagle in the Atlantic Ocean 
 
The point of contact for this study is Dr Enric Cortés, a national scientist from the United States. In 2017, a 
two-day hands-on training session on determination of reproductive maturity of porbeagle sharks was held 
at the Narragansett Rhode Island, NOAA Fisheries NEFSC Laboratory, led by Dr Lisa Natanson. The training 
was aimed at establishing standardized dissecting and sampling practices among researchers for more 
consistent collection of life history data. In 2020, a workshop on reproductive and other life history aspects 
of porbeagle and other pelagic sharks in the Atlantic Ocean was held at the Instituto Português do Mar e da 
Atmosfera (IPMA), in Olhão, Portugal. An overview of shark reproduction studies of porbeagle in the 
Northwest Atlantic Ocean was provided. Median size at maturity for males and females using data from all 
years was updated to 173.1 and 216.3 cm FL, respectively. There is no new information on the timing of 
mating, gestation period or average number of pups. The reproductive cycle of at least some portion of the 
population is biennial or triennial based on the finding of a resting stage. Workshop recommendations 
included an increase in hormone analysis to determine maturity and pregnancy of pelagic sharks, and to 
combine size data from various fleets to obtain more robust estimates of size at maturity and the overall 
reproductive cycle of porbeagle. Funds were destinated for these reproduction studies, but due to different 
reasons some associated with the Covid-19 pandemic, it was not possible to conduct sampling. Although 
some of the 2020 funds destinated for reproduction studies were extended for a 6-month period, there were 
no planned activities for 2021, and it was not possible to conduct in 2021 the postponed activities of 2020. 
This line of research needs to be revised before planning new activities. 
 
Movements, stock boundaries and habitat use of porbeagle in the Atlantic Ocean 
 
The project leaders for this study are Dr Andrés Domingo and Dr Rui Coelho, national scientists from 
Uruguay and EU-Portugal. The main purpose of this study is to use satellite telemetry to gather and provide 
information on stock boundaries, movement patterns and habitat use of porbeagle in the Atlantic Ocean, to 
potentially contribute to their assessment and management. Since the beginning of the programme, a total 
of 16 miniPATs acquired for this project were distributed to scientists from EU-France, EU-Portugal, and 
Norway, to be deployed in the North Atlantic, and Uruguay to be deployed in the South Atlantic. Relevant to 
this activity and that related to shortfin mako, the Shark Species Group was informed of other ongoing 
national programmes that can contribute data, such as Canada’s, which deployed 30 sPATs on shortfin mako 
and 30 sPATs on porbeagle during 2018-2019; and 12 new sPATs for porbeagle from a US/NOAA project 
that will be deployed in EU-Portugal, Uruguay, and United States vessels. To date, a total of five POR tags 
have been deployed by EU-Portugal and EU-France. Four sharks were tagged in the Northeast Atlantic, in 
the Bay of Biscay/Celtic Sea area. Three of these specimens tended to stay in the same general area and one 
appeared to travel west after a 3-month residency period in the Bay of Biscay. The one shark tagged in the 
central North Atlantic appeared to have died shortly after tagging. The remaining 11 tags available for 
porbeagle had battery issues and had to be returned to Wildlife Computers for tag replacement. There are 
8 tags available for this species and are planned to be deployed during the rest of 2022 and 2023, depending 
on the tagging opportunities and considering the still ongoing restrictions for onboard observers due to the 
Covid-19. The deployments are planned by scientists from EU-Portugal and Norway in the North Atlantic, 
and Uruguay and Brazil in the South Atlantic. 
 
Movements, stock boundaries and habitat use of silky, oceanic whitetip, longfin mako, and 
hammerhead sharks in the Atlantic Ocean 
 
The project leaders for this study are Dr Andrés Domingo, Dr Rui Coelho, Catarina C. Santos, and Dr John 
Carlson, national scientists from Uruguay, EU-Portugal, and the United States. A 2018 review of satellite tags 
previously deployed on these species in the Atlantic revealed that only three silky sharks had been tagged 
off Cuba, and oceanic whitetip sharks were tagged only in the NW Atlantic, but almost nowhere else in the 
Atlantic. These sharks, are considered priority species, as have been ranked with high vulnerability in the 
ICCAT shark ERAs (Cortés et al., 2010 and Cortés et al., 2015), and some are currently prohibited to be 
retained in ICCAT fisheries (i.e. Rec. 10-07, Rec. 10-08, Rec. 11-08). The SCRS decided that of 17 satellite 
tags that were acquired in 2019 for the SRDCP, 9 should be deployed on oceanic whitetip and hammerhead 
sharks and 8 on silky sharks. A total of 5 silky sharks, 3 oceanic whitetips and 1 scalloped hammerhead 
were tagged with miniPATs in 2018 and 2019, by EU-Portugal, Uruguayan and USA scientists/ scientific 
observers (in collaboration with the Cape Eleuthera Institute, and Florida State University) in the U.S. Gulf 
of Mexico, Caribbean Sea, and Atlantic Ocean. These tags were acquired in previous years (2017-2018) but 
were only deployed during late 2018 and 2019. With respect to tags acquired in 2019, a total 2 silky sharks 

https://www.iccat.int/Documents/Recs/compendiopdf-e/2010-07-e.pdf
https://www.iccat.int/Documents/Recs/compendiopdf-e/2010-08-e.pdf
https://www.iccat.int/Documents/Recs/compendiopdf-e/2011-08-e.pdf


SRDCP 

278 

and 3 oceanic whitetips were tagged by EU-Portugal scientific observers in the Equatorial region of the 
Atlantic Ocean. In addition, 1 smooth hammerhead was tagged by the Uruguayan team in the Southwest 
Atlantic Ocean. Due to battery issues with Wildlife Computer tags, in early 2020 a total of 11 tags had to be 
returned for replacement. During 2021 and 2022, 6 of these tags were deployed on silky shark in the U.S. 
Gulf of Mexico and 2 on oceanic whitetip in the equatorial region of the Atlantic Ocean. It has been discussed 
that the species selected for this tagging activities are not always commonly caught, and this represents a 
bigger challenge to achieve the proposed goal.  The remaining tags are planned to be deployed throughout 
2022 and 2023, depending on the tagging opportunities. 
 
Other activities 

 
The prospects of Close-Kin Mark-Recapture (CKMR) for shortfin mako sharks has been discussed as a robust 
way to assess abundance and productivity. There is already a strong sampling program in Brazil, and the 
capacity to do the necessary sampling in Namibia and South Africa from observer programs, without the 
complications of high-seas CITES permits that seem to be an impediment to sampling in the North Atlantic. 
Based on the 2019 study design, those three programs could within a few years provide enough samples 
from a wide geographic area, to assess the sustainability of current combined catches from the South 
Atlantic shortfin mako population. External funding has been set back by Covid-19, but opportunities are 
being investigated. External funding through NOAA Fisheries-Office of Protected Resources has been sought 
to determine genetic connectivity and absolute abundance through close-Kin Mark Recapture for oceanic 
whitetip shark. Initially the project will focus on sequencing the genome of the oceanic whitetip using 
archived samples but will expand as more samples potentially become available through observer 
programs. A CITES-Introduction from the Sea Permit application has been submitted. Since that early 
discussion in 2019, there has not been recent advances in the SRDCP regarding the CKMR studies, which 
could probably be assessed in the next revision of the program.  The Shark Species Group in accordance 
with the SCRS recommendation and the decision taken by the Commission in 2020 decided that it was 
necessary to review and update the Chapter 2 of the ICCAT Manual as regards the pelagic shark species of 
the Atlantic Ocean and complete the chapter through the incorporation of new subchapters for silky shark 
(Carcharhinus falciformis), longfin mako (Isurus paucus), crocodile shark (Pseudocarcharias kamoharai) and 
pelagic stingray (Pteroplatytrygon violacea). The first draft of these revised and new chapter was made 
available to the Shark Species Group for review. The review and update of Chapter 2 was finalized in 2022. 
A tagging training workshop was held in the Universidad Federal de Río Grande, in conjunction with NEMA 
Foundation, Brazil. The objective of the workshop was to exchange tagging experiences and support 
conventional and satellite tagging activities that are beginning to be carried out in southern Brazil. The 
workshop was conducted by scientists from Uruguay, Dr Andrés Domingo, and Dr Philip Miller. 
 
 
Table 1. List of ICCAT tags deployed and to be deployed by species. 
 

Species Deployed (n) To be deployed (n) 
SMA 53 1 
POR 5 8 
SPL 1  
SPZ 1  
OCS 8  
FAL 17 2 
LMA/FAL/OCS/Hammerheads  39 

Total 85 50 
Grand total 135 

 
Expenditures in 2021 and 2022 
 
The total budgets within SRDCP in 2018, 2019 and 2020 amounted to €100,000€, 130,000 and €163,400, 
respectively. The effective expenditures for that period were of €97,568, €75,746 and €128,952, 
respectively.  
 
In 2021 and 2022 to implement the main activities planned in the framework of SRDCP, the total budget of 
provided by ICCAT amounted to €43,500 and €70,000, respectively.  
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The detailed fund available for SRDCP during 2021 and 2022 and respective expenditures as of 
16 September 2022 are detailed in the table below. 
 

Year 2021 2022 

Component Budget (€) Expeditures (€) Budget (€) Expeditures (€) 

Tagging 13,500 1,719 35,000 277 

Age and growth 5,000 - 5,000 - 

Genetics 25,000 25,000 25,000 20,051 

Sampling - - 5,000 0 

TOTAL 43,500 26,719 70,000 20,328 

 
2023 Plan and activities 
 
Age and growth of shortfin mako in the Atlantic Ocean 
 
In view of the need for additional vertebrae to develop reliable growth curves for the South Atlantic stock, 
the Shark Species Group will endeavour to analyse samples collected by Brazil, Japan, Namibia, Portugal 
and Uruguay, and in the South Atlantic and conduct final analyses. Samples have been processed by IPMA 
(EU-Portugal) laboratory, readings will be conducted through the last quarter of 2022 and 2023 with plans 
of presentation of an updated growth curve for South Atlantic shortfin mako in 2023. 
 
Genetic analysis of porbeagle in the Atlantic Ocean 
 
During 2023, further analysis of an individual-based large-scale data set from nuclear genome for at least 
96 will be conducted. Additional analysis from other locality in terms of both mitogenomics and nuclear 
genome is planned.  
 
Post-release mortality of shortfin mako in the Atlantic Ocean/movements, stock boundaries and 
habitat use of shortfin mako in the Atlantic Ocean 
 
In late 2022 and 2023 we plan to finish the deployment of the remaining tag acquired since late 2018, 
including 1 tag by scientists from EU-France in the Indian Ocean. The final analyses of these projects are 
expected to be conducted during 2023 and will include additional tags deployed by South Africa and in the 
South-west Indian Ocean (La Reunion, France). 
 
Movements and habitat use of porbeagle in the Atlantic Ocean 
 
In late 2022 and 2023 we plan to finish the deployment of the available miniPATs acquired in recent years, 
which have not yet have been deployed. The deployments are planned by scientists from Brazil, EU-Portugal 
and Norway in the North Atlantic, and Uruguay in the South Atlantic. 
 
Movements, stock boundaries and habitat use, and post-release survivorship of silky, oceanic whitetip, 
longfin mako, and hammerhead sharks in the Atlantic Ocean 
 
The Shark Species Group decided that the 17 satellite tags acquired in late 2018 and 2019 for the SRDCP 
should be deployed on silky, oceanic whitetip, and hammerhead sharks, with priority given to silky sharks 
as this was ranked as the most vulnerable species in the 2010 Ecological Risk Assessment (ERA) (Cortés et 
al., 2010). In 2020 we acquired additional tags to be deployed on silky, oceanic whitetip, longfin mako and 
hammerhead sharks to continue the project. In 2021 we acquired an additional 38 tags to be deployed by 
the various partners in different regions of the Atlantic. These will be deployed during the last quarter of 
2022 and throughout 2023 on several species (i.e. FAL, OCS, LMA and SPN) and in various regions of the 
Atlantic. 
 
Reproduction of shortfin mako in the Atlantic Ocean 
 

During the Intersessional Meeting of the Sharks Species Group (Online, 16-18 May 2022) (Anon., 2022e) the 
opportunity to resume studies related to reproductive biology of the shortfin mako in the North Atlantic 
were discussed. The studies will be focused on hormones analysis to determine maturity and reproductive 

https://www.iccat.int/Documents/CVSP/CV079_2022/n_4/CV079040061.pdf
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state of the species. The SRDCP has already some experience with this analysis, that have been done for 
porbeagle in the North Atlantic. Unfortunately, this study had to be paused due to the Covid-19 pandemic, 
and the impossibility to conduct sampling. Blood and tissue sampling, and preliminary analysis of hormones 
for the North Atlantic shortfin mako will be conducted during 2023. 
 

Age and growth of blue shark in the Atlantic Ocean 
 
The purpose of this project is to conduct an Atlantic wide age and growth study for blue shark that can 
contribute to the 2023 ICCAT stock assessment. Available age and growth curves for the species are 
outdated, so the stock assessment would be improved if new information is presented. The study will start 
in late 2022 and will include a workshop in early 2023. 
 
 

 

 

 


